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Species Gene Symbol Gene ID GenBank Accession Transcript
Human SS18 6760 BC096222 NM_001007559
About the gene
Official Symbol SS18
Previous Symbol SSXT
Official Full Name | SS18, nBAF chromatin remodeling complex subunit
Synonyms SYT
Location 18q11.2
Gene Type protein-coding gene
Uniprot ID Q15532
Pathway/Library Oncogenes Library
Appears to function synergistically with RBM14 as a transcriptional coactivator. Isoform 1 and isoform 2
function in nuclear receptor coactivation. Isoform 1 and isoform 2 function in general transcriptional
Gene Summary coactivation. Component of SWI/SNF chromatin remodeling subcomplex GBAF that carries out key
enzymatic activities, changing chromatin structure by altering DNA-histone contacts within a nucleosome
in an ATP-dependent manner (PubMed:29374058). SSXT HUMAN,Q15532
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YA ) B AR BiE 2 %293T (A BB 41 i) (C6008):  https://www.beyotime.com/product/C6008.htm .
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L00020 Control Knockout HEK293T Cells 132/
L00022 GFP Knockout HEK293T Cells 132/
0222 T - R 2 (100X) 100ml
D0508S/M i PR 2 4 4 R AR A U a0 25/100%
D7080S/M/L T7 Endonuclease I (CRISPR% 2 [ 5845 4 5 FH) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride ("M 2 %) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride ("M 2% %) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride (PP 2% %) 250mg
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